Promoter regions were fused to the lacZ gene of pKGWP0 plasmid (Marin et al, 2010) . PCR products comprising 450 and 500 nt upstream of the translational initiation codon of phlK1 and phlK2 genes, respectively, were obtained. The amplified DNA fragments were purified, digested and ligated into the XhoI-KpnI or XbaI-KpnI restriction sites of previously digested pKGWP0 plasmid to form phlK1-lacZ, and phlK2-lacZ, and subsequently transformed by electroporation into wildtype C. pinatubonensis, or C. pinatubonensis ∆benA (Donoso et al, 2011) .
Transformed colonies were selected in minimal medium supplemented with 100 ug/mL spectinomycin. 5.8±0.4 9.2±1.1 9.1±0.1 4.3±0.4 3.1±0.1 3.5±0.6
Single (100 µM) 6.3±0.3 8.3±0.1 9.2±0.9 5.0±0.1 3.8±0.5 3.8±0.4
Single (250 µM) 5.5±0.1 6.5±0.5 8.1±0.7 5.5±0.6 3.8±0. a Growth was tested at 0.5, 1.0, 2, 4 and 8 mM. Curve type: A= growth yields essentially proportional to the substrate concentration; B= growth yields lower at higher substrate concentrations.
b Growth yield averages expressed as mg of cells / mmoles of added carbon (Optical density=1.0 equivalent to 1 mg of cells, based on average bacterial mass is 10 -12 g).
c XlogP3 values based on computation of octanol/water partition coefficients as described by Cheng et al. (2007) . Data retrieved from http://pubchem.ncbi.nlm.nih.gov. 4, 16, 32, 44, 64, 72, 128 and 178 mM of the respective AC.
*: The first reaction requires alpha ketoglutarate but produces succinate and glyoxal, the latter is probably not metabolized.
